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Winter 2006

June 14th - 18th, 2006 in Madison, Wisconsin.
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Find Great Probes Fast!

Find the best probes for any
structure, directly from the
structure’s anatomy page.

Bernard and Christine Thisse
have provided probe rankings

to describe the intensity, speci-
ficity and contrast of their in situ
patterns. The most useful ana-
tomical probes show a restricted
expression pattern and high con-
trast against the surrounding tis-
sue. The best probes get 5 stars.
Probes without stars haven’t
been ranked. The protocol that
the Thisses use is online here:
http://zfin.org/ZFIN/Methods/
ThisseProtocol.html

Probes with the highest quality
ratings (5 stars) are also acces-
sible from the anatomy pages.
Every probe that marks a struc-
ture is listed under ‘high quality
probes’ on an anatomy page
(Fig. 3). This does not mean
that a probe on an anatomy page
is the best probe for a structure,
merely that it is a good probe
that possibly can be used as

a marker for the structure. If

a gene has several probes not
all of them will give the same
results, so check the images
before choosing a probe.

Thisse et al.. 2001 - Expression of the zebrafish genome during embryogenesis (uH ro1 RRi15402). ZFIN
Direct Data Submission
Submitted by: Furthaver, Maximilian , Thisse, Bernard , Thisse, Christine

Thissednsitibyhridization protocol
Probel: cb110 (onder this) | Quality: # # # s o e

~[ =] =T

Description : Expression of fgf& starts soon after the midblatula transition in cell of the dorsal margin. Expression th
position to encompass the whole margin at late blastula stage. This marginal expression is observed in deep cell laye
in'YsL

Genes : o8

Genetic Background : AGTL
Anatomical Terms: EVL. marain
Stage Range : Sphers t0 J0%e-epiboly

Fig. 1 An example of a 5 star probe (red arrow). The margin (red box)
has intense staining with little or no background. Later in development
the probe also has intense staining, again with little background. The
probe is outlined in green.

Thisse et al.. 2005 - High Throughput Expression Analysis of ZF-Models Consortium Clones.. ZFIN Direct
Data Submission

Submitted by: Fauny, Jean-Daniel , Hamadbachir, Amira , Thisse, Bernard |, Thisse, Christine

In situ hybridizations for this high throughput analysis have been performed once. Mistakes may occur. Please contact C
and B Thisse if you detect anything wrong.

Thisse in situ hybridization protocol

Probe [eut |Quality * * <

Description : not spatially restricted
Genes : anxafi
Genetic Background : ABTU

Anatomical Termq: whole organism |
Stage Range : 50%-epiboly to Bud

Fig. 2 An example of a 2 star probe: The staining by this probe is faint
throughout the entire embryo. The link to probe details is outlined in

green. There is no “order this” link because eu probes were made by
PCR from genomic DNA.
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http://zfin.org/ZFIN/Methods/ThisseProtocol.html
http://zfin.org/ZFIN/Methods/ThisseProtocol.html
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(continued from pg. 1)
Technical information about —— Vournput Welcome |
the probes such as restriction — T
enzymes or PCR primers can EetidHIg (A Aata soh) GastruiaBud (10.000-10.33h)
be found by clicking on their Relationships
Contained by.  embryonic structures
names. Contains marginal blastomeres

Dievelops from
Develops into:  germ ring

Now that you know which probe

you WOllld hke to use hOW dO High Quality Probes: (Thisse ef ai, 2001) (Thisse ef af, 2004) (Thisse ef al, 2005)
b

bmp2a Limpoh [cheT0], cdx4 [cb546], cih i [cb266], cxcrda [ch824], cyp26a1 [cb24], dic [eu238], gle [eu289], sved
119 ch872 fafs [cb110] Poxbi 2 [ch114], gse [MGC 101585], herd [cb497], her7 [chT15], hess [eul12], i1 7rd [cb208], I [ch73], 2
you get 1t EaCh gene page that cb720], [Cho 1Al alf [ch240], shieb 17 [¢b17], shich 130 [cb130], sb.ch 187 [cb187], sbieb450 [cb450], sp5i [ch577], b6

has probes to order has a link [cb123], tobol [ch613], Zae 66433 [cb421] 4

6 1a”? All Expressed Genes | first 10:
that says “order this” after tl}e T —————T—
probe. Note the green boxes in

Fig. 4.

Fig. 3 An example of how 5 star probes are displayed on the Anatomy
pages. In this example the structure is the margin, and you can see fgf8

On expression pages the “or- and the probe outlined in red.

der this” link follows the probe

name. The links all look the SEGMENT (CLONE AND PROBE) RELATIONSHIPS:
same but will take you to differ- AP [EST] ¢b110 [ (order this 406 (1) . ibd5031 | (order this) |1)
ent places where you can get in- g [cDNA] MGC: TUTESZ Larder this)|(1)

formation about where you can
order the probe. Unfortunately
we cannot yet populate order
forms for you, but here is a set

Fig. 4 On the Gene page the “order this” link is in the Segment (Clone
and Probe) Relationship section. After each probe or clone that is
available for purchase there is a link to information about where to get

of directions to navigate the dif- a clone.

ferent sites where you could be

taken: The primers are based on The following is a list of the ZGC
Sanger Ensembl gene predic- and IMAGE distributors with

The cb clones are available tions. Eu probes reference directions where to go once you

from ZIRC. The “order this” Thisse et al., 2005. reach their web sites.

link by the clone name will take

you to the ZIRC order page To find the primer sequences American Type Culture Collec-

where, after you select ESTs/ click on the clone link. This tion, Manassas, VA

cDNAs, you will be asked to will take you to the clone page Select “Molecular Genomics” in

agree to the Transfer of Biologi- where the primers are listed the left side bar under ATCC Bio-

cal Materials and then can order under PCR Amplification. products. Then select “search for

the clones. These probes refer- clones”. This will take you to a

ence Thisse et al., 2001 To confirm the location and page where you can search for the
size of the predicted product, clone by either the numeric por-

Eu probes are different than the BLAST the primers at Ensembl, tion of the clone name or by the

other probes. Note that in Fig. 2 configured with a word size of 4 GenBank number (listed on the

there is no “order this” link after and -B of 1000. gene or clone page).

eu8 (Green box). The eu probes

were amplified from genomic IMAGE and ZGC clones from Open Biosystems, Huntsville, AL

DNA. Thisse er al., 2004 are available Paste only the number from the
from several different sources. clone name into the search box

and hit the submit button.
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Probes
(continued from pg. 2)

Research Genetics/Invitrogen,
Carlsbad, CA

Click on the “CloneRanger”
link and enter the GenBank
number. This company is listed
on the ZGC page, but currently
does not stock zebrafish clones.

Geneservice Ltd, Cam-
bridge, UK

From the home page select
“IMAGE/MGC” from the
menu on the left. Search for
numeric portion of the clone
name.

RZPD German Resource
Center for Genome Research,
Berlin Germany

Select “Product Search” on

the left menu bar. Then select
“Clones” or “GenomeCube”.
Select organism and enter the
numeric portion of the clone
name. &

From Ensembl To ZFIN Expression Patterns

The ZFIN expression patterns
were recently mapped to the
Sanger zebrafish genome
assembly (Zv5). This guide
shows you how to access ZFIN
expression patterns from
Ensembl.

1. Launch a BLAST search at
Ensembl.

2. On the BLAST results page,
scroll down and select Contig
View (click on “C”).
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([ new
Enter the Query Sequence

Either Paste sequences (max 30) in FASTA or plain text:

[ retresh ;Y Oniine Help

Summary
b setup

pamamty
(Choose File) no file selected

BCD90700 (Retrieve )

Or Enter an existing ticket ID:

P
(Retrieve )

® dna queries
0O peptide queries

Select the databases io search against

Select species:

Use ‘ctrl” key to select multiple

species Fugu_rubripes
Gallus_gallus

Or Upload a file containing one or more FASTA sequences

Or Enter a sequence ID or accession (EMBL, UniFrot, RefSeq)

Danio_rerio
Drosophila_melanogaster | )

@ Not yet initialised

» results

@ Not yet initialised

» display

@ Not yet initialised

@® dna database Genomic seguence

O peptide database Ensembl Peptides

Select the Search Tool

BLASTN {configurer TRy

SSAHAZ w

TBLASTX

L]
M
e ki A i % H ks
E‘ Alignment Locations vs. Query (click arrow [0 view)
E‘ Alignment Summary (click arrow to hide)
Select rows to include in table, and type of sort refresh
{Use the 'ctrl' key to select multiples) -
Query Subject Chromosome Scaffold Clone Chunk  Stats Sort By
Name ~| |_off_ [ Name -~ _off_ [ _off_ [ _off_ [ E-val ~| |>Score C
Start U Name L) |Start U Name Name Name P-val U <E-val E_
End 1| |Start 1| |End < Start |s||Start < |Start | [®ID 1| [>E-val H
Ori  |+| [End |+||Ori |~ End |v| [End |+||End |+||Length +| |<P-val -
Links Query Chromosome Stats
art End Ori  Name  Start End Ori  Score E-val %ID Length

a1 ‘% 1481 + Chr:19 21691740 21692630 + 879 0. 99.66 891
[A1[SNG 595 + Chr:19 21690917 21691450 + 534 0. 100.00 534
[AI[SIIGI[C] 1509 1721 + Chr:19 21692658 21692870 + 213 0. 100.00 213
[AI[SIIGI[C] 748 800 + Chr:19 21084247 21084299 + 4 9.1e-11 94.34 53



http://www.ensembl.org/Multi/blastview?species=Danio_rerio

Ensembl
(continued from page 3)

3. On the Contig page, click
on the “Features” drop-down
menu, and select “Expression
pattern”. After you close the
“Features” menu, the Expres-
sion Pattern track will load.

4. Click on the Expression
Pattern track (shown in purple).
An EST box will pop up. Click-
ing on the EST identifier in the
EST box will take you to the
ZFIN expression pattern report.

The expression track allows
you to explore the expression
pattern of multiple genes in a
genomic region.

Be sure to attend the
Madison Meeting!

Deadline date for abstract
submissions:
Monday, April 3rd

Registration deadline:
Friday, May 12th

click here for details
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Home Mutants / Transgenics Wild-Types Genes / Markers / Clones
Expression Pattern Search Results for hoxa9a
(9 figure{s) with expression from 3 publication(s) )
[ Show only figures with images ]
Publication (current status) Data Background(s) Stage Range Anatomy
Shimizu et al., 2005 Fig. 7 WT 1-4 somites embryo
Thisse et al.. 2004 - Present Fig. 1 50%-epiboly to Bud margin

IMAGE 6898223

IﬂABITU

Fig. 2 E AB/TU

1-4 somites to 10-13
somites

14-19 somites

20-25 somites to Prim-5

neural tube

spinal cord

Anatomy Publications People Labs Companies Acc #

Expression

Modify Se:
(Your Input

neural plate, segmental plate
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